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Size of project in base pairs: 40,000

Number of genes in project: 2

This report covers all genes and all isoforms in the project.



GENE REPORT FORM
Gene name: eukaryotic translation initiation factor 4G
Gene symbol: eIF4G
Approximate location in project (from 5' end to 3' end): 39443-16562
Number of isoforms in D. melanogaster: 3
Number of isoforms in project: 3

Name of unique isoform based on coding 
sequence

List of isoforms with identical coding sequences

eIF4G-PA eIF4G-PC

eIF4G-PB



ISOFORM REPORT FORM

Gene-isoform name: eIF4G-PA
Names of the isoforms with identical coding sequences as this isoform: eIF4G-PC
Is the 5' end of this isoform missing from the end of the project: No
Is the 3' end of this isoform missing from the end of the project: No



1. Gene Model Checker Checklist



2. View the gene model on the Genome Browser



3. Alignment between submitted model and D. melanogaster ortholog







4. Dot plot between the submitted model and the D. melanogaster ortholog

The gap seen in the dot plot is due to a deletion of 90 amino acids. A splice site was found at the 
location predicted by sequence similarity to the D. melanogaster ortholog, but this could not be 
accepted due to the presence of an in-frame stop codon. A secondary splice site was found that has 
RNA-seq data, TopHat, and Gene Predictors to support it. As seen in the following screenshot, this 
deletion is in a region of low sequence conservation among Drosophila species closely related to D. 
biarmipes and D. melanogaster (the highlighted region being the region of deletion in D. biarmipes). 
Good sequence conservation does not begin until further along the sequence.





ISOFORM REPORT FORM

Gene-isoform name: eIF4G-PB
Names of the isoforms with identical coding sequences as this isoform: None
Is the 5' end of this isoform missing from the end of the project: No
Is the 3' end of this isoform missing from the end of the project: No



1. Gene Model Checker Checklist



2. View the gene model on the Genome Browser



3. Alignment between submitted model and D. melanogaster ortholog







4. Dot plot between the submitted model and the D. melanogaster ortholog

See section 4 for isoform A for an explanation of the gap seen on the dot plot.



GENE REPORT FORM
Gene name: unc-13
Gene symbol: unc-13
Approximate location in project (from 5' end to 3' end): 10758-5636
Number of isoforms in D. melanogaster: 6
Number of isoforms in project: 4

Name of unique isoform based on coding 
sequence

List of isoforms with identical coding sequences

unc-13-PA unc-13-PC
unc-13-PD

unc-13-PF



ISOFORM REPORT FORM

Gene-isoform name: unc-13-PA
Names of the isoforms with identical coding sequences as this isoform: unc-13-PC, unc-13-PD
Is the 5' end of this isoform missing from the end of the project: No
Is the 3' end of this isoform missing from the end of the project: Yes

Number of exons missing from the 3' end: 22



1. Gene Model Checker Checklist



2. View the gene model on the Genome Browser



3. Alignment between submitted model and D. melanogaster ortholog











4. Dot plot between the submitted model and the D. melanogaster ortholog



ISOFORM REPORT FORM

Gene-isoform name: unc-13-PF
Names of the isoforms with identical coding sequences as this isoform: None
Is the 5' end of this isoform missing from the end of the project: No
Is the 3' end of this isoform missing from the end of the project: Yes

Number of exons missing from the 3' end: 20



1. Gene Model Checker Checklist



2. View the gene model on the Genome Browser



3. Alignment between submitted model and D. melanogaster ortholog









4. Dot plot between the submitted model and the D. melanogaster ortholog



Project Gene Models
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